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Systematic sequencing of SARS-CoV-2 in Viet Nam

Supplementary Fig. 1. Phylogenetic tree highlighting the relationship of 32 Omicron variant sequences detected  
        in central Viet Nam to origins of other known sequences, 8 November–31 December 2021

Supplementary Fig. 2. GISAID accession numbers for identified sequencesa
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Source: GISAID [online database]. Munich: Friends of GISAID; 2021 (gisaid.org, accessed 20 January 2022).

a Dataset generated from GISAID EpiFlu™ database, 2021.

Source: GISAID [online database]. Munich: Friends of GISAID; 2021 (gisaid.org/, accessed 20 January 2022).
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